. 2D-SDS-PAGE of cytoplasmic proteins obtained from M. adhaerens HP15 in the REFERENCE treatment (left) and in co-cultivation with the diatom T. weissflogii (right). Proteins significantly up-or down-regulated are assigned with an arrow. Protein names are given below. 1. quinorotein alcohol dehydrogenase 2. low quality protein: quinoprotein alcohol dehydrogenase. 3. NAD-dependent aldehyde dehydrogenase 4. isocitrate lyase 5. 3-hydroxyisobutyrate dehydrogenase 6. urea short chain amide or branched amino acid uptake ABC transporter, periplasmic solute binding protein (UrtA) 7. phosphonate ABC transporter, periplasmic phosphonate-binding protein (PhnD) 8. extracellular solute-binding protein (AotJ) 9. TRAP dicarboxylate family transporter, DctP subunit 10. amino acid binding protein (LivK). Fig. S2 . Cluster Analysis of genomic region encoding down-regulated alcohol and aldehyde dehydrogenases. Dashed boxes frame the identified cluster. Grey gene products were found to be down-regulated in M. adhaerens P15 during co-cultivation with diatom T. weissflogii: 4: aldehyde dehydrogenase gene (ADP98908.1) 20 and 24: alcohol dehydrogenases (ADP98924.1 and ADP98928.1). See details on further genes in Table S2 .
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